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学部研究推進

№ テーマ 学部

1
マルチモダリティー創薬に向けた多分野連携研究・教育の基盤構
築

薬 教授 濱島　義隆

2 健康長寿の実現に向けた分野横断研究・教育の推進 薬 教授 原　雄二

3 食品栄養科学部における学部発展のための教育改革と研究推進 食品 教授 伊吹　裕子

4 令和4年度食品栄養科学部改革推進費 食品 教授 三浦　進司

5
食品栄養科学部および大学院食品栄養科学・環境科学専攻の学
生に対する就職支援活動

食品 教授 増田　修一

6
部局高等教育の活性化 ― 研究成果発表の推進と分析機器の保
守

食品 教授 熊澤　茂則

7
学生生活のウェルビーイングを向上する：　学生のニーズと生きの
びるコツの可視化

国際 教授 津富　宏

8 海外授業及び海外フィールド・ワークの実践（継続） 国際 教授 小針　進

9 教職課程の自己点検・評価の仕組み導入のための研究 国際 教授 園田　明人

10
静岡におけるヨーロッパ文化の発見　－ポスト・コロナ時代の国際関
係学の模索②―

国際 准教授 小窪　千早

11
日本研究プログラム（思想部門）前提知識の整理のための動画教
材制作

国際 准教授 木澤　景

12
伝統武術・スポーツのグローバル化と社会的影響に関する領域横
断的研究

国際 教授 奈倉　京子

13 ムセイオン静岡を通じた地域一体型教養教育モデルの探究(4) 国際 特任教授 富沢　寿勇

14 国際関係学部・研究科の広報戦略に関する研究 国際 准教授 森　直香

15 イノベーション研究に資する環境整備 経情 教授 武藤　伸明

16 中期計画の実施に関する研究能力の強化 経情 教授 八木　健祥

17
看護教育における初年度科学教育と専門教育の連携について－
基礎健康科学演習を含めた初年度教育の充実と専門教育への橋
渡しモデルカリキュラムの提案-

看護 教授 太田　尚子

18 コンケン大学看護学部、米国等大学との国際交流に関する研究 看護 教授 太田　尚子

19
看護教育質保証に向けた取り組みと人材育成、リカレント教育の推
進

看護 教授 太田　尚子

20
地域住民と地域の看護者との交流を生かした看護者基礎教育の推
進

看護 教授
冨安　眞理・
太田　尚子

21
歯科衛生学科における将来構想につなぐ教育改革の推進－歯科
衛生士国家試験基準の改定と授業内容について－

短大 教授 吉田　直樹

代表者





  

 

 
 

 
 

  

     

 

    

    

    

    

    

     
 

  
 

 
 

 

 

30 18 12 75 19.2

 

2022 10 12 10
 

Wilcoxon

 

7

 

 

 ���



���



���



  
 

 

  

   

      

      

      

    

      

      

      

      

      

      

      

      

   

      

      

      

      

      

      

      

   

 
  

 

 
 

 
 

 
 

 
 

1
2

 ���



  

 

 
 

  

   

 

  
  
  
    
    
    
    
    
    
   Philip Hawke 

   
 

  

 

 ���



  

 
 
 

  

   

 

  

  

  

  

  

  

  

   

 
  

 
4 ICT

 

1) 2) 3)

1)

2)

3)

ICT

 

ICT

 

 ���



  

 

 
 

 

  

   

 

  

  

  

   

 
  

 

 ���



  

 

 
 

/  

  

   

 

  

  

  

  

   

 
  

/  

 

 ���



���



  

 
 
 O- Notch

  

   

 

  

  

  

   

 
  

O-  Notch 

 
 

Notch
Notch 4 Notch

29-36  (EGF) 
Notch

Notch EGF
 O- POGLUT1 Notch

 [Cell 2008] POGLUT1 POGLUT1
Notch

 
[EMBO Mol Med 2016, Acta Neuropathologica 2020] POGLUT1
3 NOTCH1 NOTCH2 NOTCH3

NOTCH4 Notch O-
Notch O-

O- Notch
 

 O- HEK293T
C2C12 MycHis NOTCH2

Ni-NTA
C2C12 NOTCH2

NOTCH2
NOTCH2 O-
EGF O-

NOTCH2 O-
 

 Notch O-
Notch

Notch
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BTP3-Neu5Ac BTP3-Neu5Ac

4 Neu1 Neu2 Neu3 Neu4

Neu2

CAGE

Neu2 CAGE 1 2

7 Minami A., 

et al., Sci Rep., 2021 Neu2

CAGE

 

45 A

Wistar A 1 2 5
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DBFTC 90 IC90

DBFTC

 
DBFTC

DBFTC

VLP VLP
DBFTC DBFTC

DBFTC
 

 ����



  

 

 
 

  

   

 
  

  

   

 
  

 

 

 ����



  

 
 
 

  

   

 

  

  

  

   

 
  

 

5 20%

 

EMT

EMT

EMT

EMT

EMT EMT

EMT EMT  

HuCCT-1 KKU-055 TFK-1 RBE EMT

RBE

EMT TGF- 10 ng/mL

HuCCT-1 KKU-055 TFK-1 TGF-

RBE RBE

EMT

FDA 1661 EMT

RBE TGF- 10 ng/mL 10 μM

EMT TGF-

A

RBE A PCR TGF-

CDH2 ZEB1 VIM mRNA

A EMT

A EMT  
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LC3

HiBiT AML12

100 μM 24 100 μM 30 μM

10 μM HiBiT LC3

2 120  

47 29 62%

36 24 67%

51 17 33%

3.2 4.0
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EGCG

J Funct Foods 2017 )

INS-1D thapsigargin

Thapsigargin

thapsigargin CHOP

TXNIP thapsigargin

JNK JNK

CHOP TXNIP

 

CHOP TXNIP

 
 ����



  

 

 
 

  

   

 

  

  

  

   

 
  

 

 ����



  

 

 
 

  

   

 

  

  

  

   

 
  

  
2

PMF nobiletin (NOB) 

cAMP

 (J Funct Foods, 2017) 2 NOB

Phytomedicine Plus 

2022 2 NOB

PMF heptamethoxyflavone (HMF, 7), tangeretin (TNG, 5), 

sudachitin (SDC, 3) PMF

PMF

 

INS-1

thapsigargin

INS-1 

PMF HMF NOB

TNG  NOB 10μM 

SDC PMF

PMF

thapsigargin TNG

NOB 10 μM SDC 

HMF TNG NOB

PMF NOB

NOB

PMF
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in situ hybridization

on-tissue

on-tissue /  

 

 

DNA

D-, L-2- on-tissue /

D-, L-2-

20 μm × 20 μm

 

on-tissue /
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1 1

1 1

2 Horner-Wadsworth-Emmons

2 3 5–7

3 Weinreb

2–4

4
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6 HAT
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 Teadenol 

 

 PTP1B  Teadenol A 

(1)  B (2) 1 2
 

Teadenol 2 

 2 B  Pd 

 (3) 

 4 -  3  6 
 C  7 

 8 
C  9  10 
 8  10  teadenol A (1)  B 

(2) 

teadenol 
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chaxine strophasterol

pleurocin

chaxine B
ergosterol

 

chaxine
pleurocin 1 4

1 chaxine B ergosterol TEMPO

1 chaxine B
ergosterol

1 chaxine B
TEMPO

ergosterol TEMPO
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 nano-emulsion (NE)  

21  quinine (QN) reactive 

oxygen species (ROS) assay  ROS , soybean lecithin (SL) 

 propylene glycol (PG)  O/W  NE 

 NE  

21  ROS assay 

Japanese cinnamon SD Tee seeds oil (TS) Torreya seeds oil  Wasabi rhizome 

 singlet oxygen superoxide  TS  QN  ROS 

TS TS -

,  Q10 -

 ROS 

 -

 Q10 

-  ROS -

 Q10 -  -
 ROS  TS 

TS  NE  (NE/TS) 

NE/TS  200 nm 24 

In vivo NE/TS 

 TS  NE/TS  

, TS , 
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Lysophosphatidylcholine  astaxanthin  

 
Astaxanthin (AX)  carotenoid 

AX 

AX 

AX lysophosphatidylcholine (LPC) 

AX 

LPC 

phosphatidylcholine (PC) AX  LPC  PC 

 (LPC-LIP/AX  PC-LIP/AX) AX 

Solvent injection  PC-LIP/AX  LPC-LIP/AX  254 

 148 nm  pH 6.8 

 AX  LPC-LIP/AX  

PC-LIP/AX  3 AX AX 

 AX 

LPC-LIP/AX  PC-LIP/AX 

LPC-LIP/AX  AX  PC-LIP/AX  15 

 AX 

cisplatin 

LPC-LIP/AX  PC-LIP/AX 

 cisplatin 

 

LPC  AX 
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Quercetin (QUE) QUE 

QUE 

QUE  3 μg/mL 

QUE 

QUE 

 QUE-loaded nanocrystal solid dispersion (nCSD/QUE)  

QUE  2-propanol  lecithin  multi-inlet vortex mixer (MIVM) 

QUE 

 hydroxypropyl cellulose-SSL  nCSD/QUE 

 nCSD/QUE  nCSD/QUE

 QUE  

 nCSD/QUE  500 nm

 0.45

nCSD/QUE  QUE  

 30 nCSD/QUE  0.5  90% 

QUE  2  22% 

 nCSD/QUE  QUE 

 QUE  (200 mg-QUE/kg) 

nCSD/QUE  QUE  (Cmax)  210  11 ng/mL  

 (BA)  8.3  0.2% Potassium oxonate (PO) 

 QUE  (200 mg-QUE/kg) nCSD/QUE  QUE 

Vehicle nCSD/QUE  PO 

 35% MIVM  

QUE  1  
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. 2 , 

 (NFS) , 

. , 

NFS , 

NFS , . 

 (ITZ),  (PLA), 

 (HPMC-AS) . ITZ

10% , PLA, HPMC-AS 3  (PLA:HPMC-AS:ITZ=90:0:10, 80:10:10, 

70:20:10) / , NFS

. NFS  (SEM), ITZ X  (XRD) 

 (DSC) . , NFS ITZ 30 , ITZ

 (HPLC) , NFS ITZ XRD .  

NFS SEM , , HPMC-AS , 

. XRD , NFS ITZ

. DSC ITZ , NFS HPMC-AS

. , NFS ITZ , HPMC-AS , 

. , , NFS ITZ 30

20% , HPMC-AS

. XRD , NFS ITZ

. , PLA HPMC-AS NFS , 
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100

 

pH CAP

SMV

2

2 1 SMV 1

CAP

3 mm

CAP

CAP CAP

CAP CAP
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(HAT)
p300

p300-HAT GATA4
p300-HAT

 

p300-HAT

MarineActive  
8 C57BL/6J  (TAC)

1  (0.5% CMC-Na) Marine Active  (
60 mg/kg , 200 mg/kg) 8

Marine Active  TAC
TAC ANF BNP mRNA

Col1a1, Col3a1 mRNA H3K9
Marine Active  

Marine Active
Marine Active
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IKs  

  
IKS K+

KCNQ1 KCNE1

IKS (NO)

NO IKS

IKS

(IKS-TG )

IKS NO KCNQ1 455

(IKS-C445A-TG )  

-KCNE1-KCNQ1 

(pBSK2(+) pcDNA3.1(-)KCNE1-KCNQ1

KOD+ CIAP

LB PCR

LB -P

KCNQ1-KCNE1

KCNE1-KCNQ1

pcDNA3.1(-)-KCNE1-KCNQ1 -K1

KCNE1 KCNQ1 IKs

KCNE1 KCNQ1

IKS NO
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1.8 m2 

(NC) (HP)

HP

(AHP)

AHP NC

 

 (DK) AHP/

(SM)/DK 100/0/5 95/5/3 90/10/1  pH 5.0 ( )  pH 

7.0( ) 6

(TEM) X (SAX) 1H
31P-NMR DK in vitro

TEM

200 nm 2 1 SAX
1H

31P-NMR DK

in vitro
pH 5.0 AHP/SM/DK(100/0/5) 24 DK

296.4±116.6 ng/mg (mean±SD, n=6) 6

DK

pH 5.0 pH 

7.0  

 pH DK

X

 

 

1  AHP/SM/DK(100/0/5) 
TEM  ����



  

 

 
 

 

  

   

 

    

    

   

   

 
  

 

 

(nab-PTX) nab-PTX
GEM

PTX
GEM nab-PTX GEM

nab-PTX GEM
nab-PTX GEM

nab-PTX
GEM  

nab-PTX gemcitabine (GEM) 17

nab-PTX 1 PTX PTX -OHPTX

CYP2C8*3 CYP3A5*3 ABCB1 C1236T G2677T/A C3435T

CYP3A5*3 ABCB1 G2677T/A C3435T
PTX C/D ABCB1 1236 T/T C/C C/T 

PTX C/D
(r = 0.784, p < 0.001 r = 0.939, p < 0.001)

PTX (r = 0.496, p = 

0.060, r = 0.514, p = 0.050 r = 0.511, p = 0.052) PTX -PTX GEM

GEM+nab-PTX

nab-PTX

PTX PTX C/D ABCB1 1236 
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benzo[e]pyrene fluoranthene NOx

(dinitro-PAH)

3,6- 3,6-

3,6-

3,6- dinitro-PAH

in vivo

dinitro-PAH 3,6-dinitrobenzo[e]pyrene 

(3,6- 3,9-dinitrofluoranthene (3,9-

-PAH 3,6- 3,9-

NA dinitro-PAH NA

dG/dA C8

— N-arylation

C8 dG/dA

dG-O6

8-NH2dG

3,6- 3,6-

8-[6-nitrobenzo[e]pyren- 3-ylamino]-2’- dG-C8-

3,6-

3,6- dG-C8-

3.9-
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RNA

1

 

 

PhI(O), TMS- , BF3 OEt2

18-

-6

pH
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Arbuzov Wittig

 
“ ” “

”

 

5-HT2

1-(chloromethyl)-3-methoxybenzene Arbuzov Wittig

Arbzov 30 Wittig 10

kg  
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PIEZO1

PIEZO1 Transient Receptor Potential TRP

 

 

PIEZO1

Piezo1

 

TRPM7 TRP 

Melastatin 7

Trpm7 Piezo1

TRPM7 AKT-mTOR

 

Piezo1
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 PIEZO1

  

   

 

  

  
  

  

   

 
  

PIEZO1

 

Ca

PIEZO1

Ca

PIEZO1

PIEZO1  

Zn2+ PIEZO1

Yoda1 5 μM Zn2+ Zn2+

PIEZO1 Zn2+

PIEZO1 Zn2+ 6-9

Wistar CA1

100 Hz, 10 sec, 10 times

LTP CA1 ZnCl2 2 μL/min, 100 nM

CA1 LTP PIEZO1

Yoda1 PIEZO1 Zn

 

PIEZO1 Zn Zn

PIEZO1 PIEZO1
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G GPCR GPR35

2

GPR35 LZ Agudelo et al. Cell Metabolism, 
2018 GPR35  

GPR35

GPR35

F4/80+ CD11c+ GPR35

F4/80+ CD11c+ CD9+ CD9

CD9 F4/80+ CD11c+ 

GPR35 F4/80+ CD11c+ CD9+

F4/80+ CD11c+ CD9- GPR35

TNF-α GPR35

GPR35 BrdU

GPR35

F4/80+ CD11c+ CD9-

F4/80+ CD11c+ CD9- GPR35

F4/80+ CD11c+ CD9-

F4/80+ CD11c+ CD9- GPR35

GPR35  
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Transient receptor 
potential (TRP) 
TRP ankyrin 1 (TRPA1) 

 
fluorescein 

isothiocyanate (FITC) 

TRPA1 in vitro
TRPA1 TRPA1

FITC FITC-IgG
 

FITC
FITC TRPA1

24 FITC
FITC TRPA1

FITC FITC
CD301b conventional DC2 (cDC2) 

cDC2 T
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IgA

M M CX3CR1+

CX3CR1+

CX3CR1+

G 31 (GPR31) 

GPR31 CX3CR1+

CX3CR1+ GPR31

GPR31

CX3CR1+ GPR31

 

CX3CR1  (GFP) CX3CR1gfp/+

CX3CR1+ PCR Gpr31
LysoDC Gpr31

CX3CR1+ M CX3CR1+

GPR31

Listeria monocytogenes LysoDC

GPR31 L. monocytogenes  

GPR31 CX3CR1+ M
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(Sargassum horneri)

 

(1) (ACh)

1 mg/mL

5 80 mM KCl 1 m M ACh

0.1, 0.3, 1mg/ml ACh (0.1 μM-10 mM) ACh (2)

50 mg/kg

 

(1) ACh

ACh  (2) 
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< > 

 

 

 

< > 

C2C12

PE

PE Ro09-0198 PE

Proc. Natl. Acad. Sci. (1996), 93, 12867-12872. PE

 

< > 

Rho-ROCK

PE
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1

nanoESI

1

 

3-Nitrophenylhydrazine

LC-MS

Cellomics Tip, HUMANIX

nanoESI  

LC-MS

m/z 

224.07>152.05 m/z 387.11>234.06

nanoESI

1
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Cancer-associated fibroblast (CAF) FSP1

IL-6 PAI-1

CAF

 

IL-6
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 (trans-18:1)
 (trans-18:2) 

LC-MS
 

13C
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Notch
Notch O-

 [CCell 2008 Nature Chem Biol 2015, 2016 EMBO 
Mol Med 2016 PNAS 2018]  (DG) 

Notch DG O-
Notch DG 

UDP-

UDP- UDP-

 
 O-

HEK293T O-
GXYLT1 GXYLT2 MycHis

Crumbs2 (CRB2) Ni-NTA
CRB2 O-

GXYLT1 CRB2 O-
GXYLT2

GXYLT1 CRB2
 

 Notch  CRB2 O- DG O-
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CAR  

  

   

 
  

  

   

 
  

 

 ����



  

 

 
 

AR-V7  

  

   

 

  

  

  

   

 
  

AR-V7

 
AR

AR

CRPC AR AR-V7 AR-V7

AR

AR-V7

AR-V7 CRPC

AR-V7

AR-V7 AR-V7

AR-V7

 

CRPC

FDA 1661 PC-3 AR

10 μM 24

PC-3 GFP AR-V7

40% 147

GFP AR-V7

5

22Rv1 WST-8 5

3 thioridazine hydrochloride chlorhexidine digitoxin 22Rv1

LNCaP SCID

thioridazine

AR-V7

60 AR-V7

31 thioridazine hydrochloride 6

AR-V7 AR-V7

thioridazine hydrochloride

AR-V7  
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MT2 MTNR1B

MT2

N- NAS AANAT

NAS

NAS MT2

NAS

AANAT mRNA

HIOMT mRNA

MT1 MT2

NAS

NAS

 

HIOMT
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 GATA4

  

   

 

  
  

  Nurmila Sari
  
  

   
 

  

GATA4

 

GATA4
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(Ujita et al., Phytochemistry, 31, 1289 1292, 1992)
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Hugh de Ferranti, Michiyo Yoneno-Reyes, Masaya Shishikura eds., Unsilent Strangers Music, 
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Yoneno-Reyes, Michiyo. “Our Version of Coexistence: The Singing Contest of Filipinos in Japan,” 
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 Effects of L1/L2 instructions on reading comprehension and writing production

  

   Arshavskaia 
Ekaterina 

 

  

  

  

   Arshavskaia 
Ekaterina 

 
  

Language of instructions imposes qualitatively different effects on students’ reading 
comprehension and writing production 

 
The goal of current project was to balance students’ input comprehension and output 

production. For that, two groups of freshman students underwent reading and writing 
instructions. Reading instructions included the basics of paragraph reading, which helped 
students to differentiate between the main information and further details. Writing instructions 
focused on note-taking and outlining. Given that at the University of Shizuoka English 
curriculum is taught by both Japanese and English native instructors, current project focused on 
comparison of the effects of reading and writing instructions in English and Japanese. Study 
design included Pre- and Post- reading tests and writing practices as a means to compare the 
levels and the progress of both groups. 

Results 
1. Reading comprehension: Although the groups were the same level at the Pre-test, as a 

result of the Post-test the English instruction (EI) group outperformed the Japanese instructions 
(JI) group at the vocabulary test. The EI group also demonstrated a significant growth in the 
comprehension of the main information and details. 

2. Writing production: Outlines of the EI group included a significantly larger number of 
words, which might be interpreted as a higher writing speed of the group. However, qualitative 
analysis demonstrated that writings of the JI group are more structured and cohesive (which is 
demonstrated by the number of symbols and the layout of their writing). 

Discussion and Future Development 
Although EI group seemed to outperform JI groups at the vocabulary and reading 

comprehension tests, JI group demonstrated a better command of writing structure at the writing 
practice. Since vocabulary knowledge, reading comprehension and integrated writing production 
are deeply correlated (Baba, 2009), the role of each of these components and their effects on 
teaching outcome is yet to be explored. It might be possible that these components play more 
crucial role than a language of instructions. Knowing the extent to which each of the components 
impact students’ test performance would allow to build a more balanced English curriculum.
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